Early branching of eIF3 subunits of Leishmania during evolution. C. A chart showing percent identity between different eIF3 subunits from Leishmania and other organisms.The sequences were drawn from Homologene(www. www.ncbi.nlm.nih.gov/HomoloGene/). The Toxoplasma eIF3 subunits which are not annotated were obtained by a BLAST search in Toxoplasma geneDB (www.toxodb.org/) using human eIF3 orthologs as query sequences. The hits were confirmed by reciprocal blast in NCBI. The percent identity was calculated by MUSCLE. A three color gradient formatting is applied on charts where red represent the lowest percent identities whereas green represent highest value, the average values are in yellow. D. Phylogenetic tree showing the evolutionary relationship between eIF3 subunits of different species. The trees were generated by phylogeny.fr (phylogeny.lirmm.fr/)

